Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.002 Å; R factor = 0.030; wR factor = 0.082; data-to-parameter ratio = 11.7.
The title compound, C 13 H 13 N 5 O, consists of discrete molecules connected by N-HÁ Á ÁN hydrogen bonds to form infinite chains, with NÁ Á ÁN separations of 3.0379 (15) and 2.8853 (15) Å . The benzene and purine ring systems make a dihedral angle of 77.58 (3) . The crystal structure is further stabilized by intramolecular NÁ Á ÁO interactions [2.9541 (12) Å ] and intermolecular C-HÁ Á ÁC and CÁ Á ÁC contacts [3.304 (2), 3.368 (2), 3.667 (2), 3.618 (2) and 3.512 (2) Å ] which arrange the molecules into graphite-like layers. The interlayer separations are 3.248 and 3.256 Å .
Related literature
For related structures of 6-benzylaminopurine derivatives, see: Maloň et al. (2001); ; Trá vníček & Rosenker (2006) . For a description of the Cambridge Structural Database, see: Allen (2002 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx þ 2; Ày þ 2; Àz þ 1; (iii) Àx þ 1; Ày þ 1; Àz þ 2; (iv) Àx; Ày þ 1; Àz þ 2.
Data collection: CrysAlis CCD (Oxford Diffraction, 2007); cell refinement: CrysAlis RED (Oxford Diffraction, 2007) ; data reduction: CrysAlis RED; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: SHELXL97 and DIAMOND. and imidazole (C) rings are almost coplanar, making a dihedral angle of 3.84 (4)° (Brandenburg, 2006) . The interatomic parameters of (I) are comparable to those found for compounds bearing an electroneutral N9-H 6-benzylaminopurine moiety, e.g. 6-(2-chlorobenzylamino)purine dihydrate (Maloň et al., 2001) , 6-(2-bromobenzylamino)purine (Trávníček & Rosenker, 2006 ) and 6-(2-chloro-4-fluorobenzylamino)purine (Trávníček et al., 2006) . To date, 59 structures of compounds involving the 6-benzylaminopurine skeleton have been deposited in the CSD (Cambridge Structural Database, Version 5.29; Allen, 2002) .
The secondary structure of (I) is stabilized by intermolecular hydrogen bonds of the N-H···N type ( Table 1, (2), and C12···C6 iv = 3.512 (2) Å; symmetry codes: (iii) 1 -x, 2 -y, 1-z; (iv) 1 -x, 1 -y, 2-z; (v) -x, 1 -y, 2 -z] also contribute to the stabilization of the crystal structure ( Fig. 3) . The later non-bonding interactions arrange the molecules into graphite-like layers (Fig. 4) . The separations between two layers formed by purine moieties are not equal, with the shortest distances being 3.248 and 3.256 Å. For comparison, the corresponding layer-to-layer separation has been found to be 3.352 Å (Space group P6 3 /mmc, ICSD No. 52230), and 3.395 Å (Space group P6 3 mc, ICSD No. 31170) in the crystal structure of graphite, as deposited in the ICSD (The Inorganic Crystal Structure Database, Version 1.4.2, 2007-2 and calculated using DIAMOND (Brandenburg, 2006) .
Experimental
The title compound, was synthesized by a recently described method (Trávníček & Rosenker, 2006) . The obtained microcrystalline product was recrystallized from hot N,N-dimethylformamide. Well shaped colourless single crystals, suitable for X-ray structural analysis, were formed after slow evaporation of the solvent over a period of few days. The crystals were filtered off, washed with EtOH and Et 2 O and dried in air.
supplementary materials sup-2 Refinement All H atoms were located in difference maps and refined using a riding model, with C-H distances fixed to 0.95 (CH) or 0.98 (CH 3 ) Å, N-H distances to 0.88 Å, and with U iso (H) values of 1.2U eq (CH, N) or 1.5U eq (CH 3 ). The highest unassigned difference Fourier peak, 0.198 e.Å -3 , is located at 0.24 Å from atom H16A. Fig. 1 . The molecular structure of (I). Non-H atoms are drawn with 50% probability displacement ellipsoids. 
Figures

Special details
Experimental. empirical absorption correction using spherical harmonics implemented in SCALE3 ABSPACK scaling algorithm.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) 0.0208 (7) −0.0052 (5) 0.0009 (5) −0.0030 (5) C11 0.0137 (6) 0.0211 (7) 0.0225 (7) −0.0049 (5) 0.0027 (5) −0.0058 (5) C12 0.0198 (7) 0.0254 (7) 0.0225 (7) −0.0026 (5) −0.0010 (5) 0.0010 (5) (17) 
